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Species Gene Symbol Gene ID GenBank Accession Transcript
Human VIM 7431 BC000163 NM_003380

About the gene

Official Symbol VIM

Previous Symbol -

Official Full Name | vimentin

Synonyms -

Location 10p13

Gene Type protein-coding gene

Uniprot ID P08670

Pathway/Library others

This gene encodes a member of the intermediate filament family. Intermediate filamentents, along with
microtubules and actin microfilaments, make up the cytoskeleton. The protein encoded by this gene is
responsible for maintaining cell shape, integrity of the cytoplasm, and stabilizing cytoskeletal interactions.
Gene Summary It is also involved in the immune response, and controls the transport of low-density lipoprotein
(LDL)-derived cholesterol from a lysosome to the site of esterification. It functions as an organizer of a
number of critical proteins involved in attachment, migration, and cell signaling. Mutations in this gene
causes a dominant, pulverulent cataract
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L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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